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wRE = ELFR | RS | R Sample S1 Sample S2

75 A | 2% | A%E [(mIU/L)] DY Z> | Da%?® |((mlU/L)] D' Z° | Da%’®
RHO01b | RHO1 1 3 7.9 -1.4 -1.9 -63% 1.6 0.4 4.0 139%
RHO7b | RHO7 1 3 7.9 -1.4 -1.9 -63% 1.5 0.3 3.0 104%
RH14 RH14 1 3 7.5 -1.8 -2.4 -81% 1.4 0.2 2.0 69%
RH15 RH15 1 3 7.7 -1.6 -2.2 -712% 1.5 0.3 3.0 104%
CL009 | CL009 1 3 7.7 -1.6 -2.2 -12% 1.4 0.2 2.0 69%
CL010 | CLO10 1 3 7.5 -1.8 -2.4 -81% 1.4 0.2 2.0 69%
CLO012 | CLO12 1 3 8.0 -1.3 -1.8 -58% 1.7 0.5 5.0 174%
CLO13 | CLO13 1 5 9.3 0.0 0.0 0% 1.0 -0.2 -2.0 -69%
CLO014a| CLO14 1 3 7.2 -2.1 -2.8 -94% 1.4 0.2 2.0 69%
CLO15 | CLO15 1 3 8.6 -0.7 -0.9 -31% 1.8 0.6 6.0 208%
Median of RIA Group 7.8 1.5
Range of RIA Group 7.2-9.3 10-138
Robust average’ of RIA Group 79(n=10) 1.5(n=10)
Robust SD* of RIA Group 0.53 0.19
CV of RIA Group 6.7% 12.7%
Median of European RIA labs 9.5(n=107) 1.2(n=102)
Range of European labs (16% — 84%) 9.1-10.0 11-15
RHOla | RHO1 3 9 8.3 -1.0 -1.4 -45% 1.0 -0.2 -2.0 -69%
RHO02c | RH02 3 1 10.4 1.1 1.5 49% 0.9 -0.3 -3.0 | -104%
RHO6 | RHO06 3 9 8.2 -1.1 -1.5 -49% 0.9 -0.3 -3.0 | -104%
RHO7a | RHO7 3 2 8.3 -1.0 -1.4 -45% 1.0 -0.2 -2.0 -69%
RH12 RH12 3 2 10.4 1.1 1.5 49% 1.1 -0.1 -1.0 -35%
RH19 | RH19 3 2 10.9 1.6 2.2 72% 1.1 -0.1 -1.0 -35%
RH20 | RH20 3 7 9.1 -0.2 -0.3 -9% 1.1 -0.1 -1.0 -35%
CLO05 | CL005 3 9 8.3 -1.0 -1.4 -45% 1.0 -0.2 -2.0 -69%
CL0O06a| CL006 3 7 9.0 -0.3 -0.4 -13% 1.1 -0.1 -1.0 -35%
CL008 | CL008 3 1 9.6 0.3 0.4 13% 0.8 -0.4 -40 | -139%
CLO11 | CLO11 3 13 9.4 0.1 0.1 4% 1.3 0.1 1.0 35%
Median of CLIA Group 9.1 1.0
Range of CLIA Group 8.2-10.9 0.8-1.3
Robust average® of CLIA Group 9.3(n=11) 1.0(n=11)
Robust SD* of CLIA Group 1.10 0.13
CV of CLIA Group 11.8% 13.0%
Median of European labs 9.1(n=1180) 1.2 (n=1145)
Range of European CLIA labs (16% - 84% ) 8.5-10.3 10-1.3
Median of All Labs 8.3 1.1
Range of All Labs 7.2-10.9 0.8-1.8
Robust average” of All Labs 8.6(n=21) 1.2 (n=21)
Robust SD* of All Labs 1.07 0.31
CV of All Labs 12.3% 25.8%
Median of All European Labs 9.3 1.2
Range of All European Labs (16%-84%) 8.4-104 10-1.3
Mean of All European Labs 9.3(n=1411) 1.2 (n=1377)
SD of All European Labs 1.31 0.17
CV of All European Labs 14.1% 14.4%




.D=X-Xa

. Zscore= D / cTTarg

A W DN B

. Da% (Your result from target as percentages of allowed deviation) = D/(Xa x MAD) x 100%
. Robust results were calculated by Algorithm A according to 1ISO 13528:2005 and IUPAC/CITAC Guide: Selection

and use of proficiency testing scheme for a limited number of participants. Pure Appl Chem 2010;82:1099-135.
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. The Target value (Xa) is the median of the results of this control material used in European surveys.

6. Maximum allowable deviation (MAD) 24%, G1aq = 8% X Xa

Sample S1 Sample S2
Target value (Xa)>( mIU/L ) 9.3(n=1411) 1.2(n=1377)
Target SD (Grarg)° 0.74 0.10

Method Name

Method Code

Laboratory

Radioimmunoassay

RHO1b, RHO7b, RH14, RH15, CL009, CL010, CL012, CL013, CL0144,

( Sandwich - type ) 1 CLO15,
Chemiluminescent Immunoassay 3 RHO01a, RHO02c, RH06, RHO7a, RH12, RH19, RH20, CL005, CL006a,
( Sandwich - type) CLO008, CLO11,
Reagent Kit Reagent Code Laboratory
Abbott Architect 1 CL008, RHO2c,
Beckman Coulter Access 2 RHO07a, RH12, RH19,
Cishio RIA-gnost 3 CLO009, CL010, CL012, CL014a, CL015, RHO1b, RHO7b, RH14, RH15,
Immunotech 5 CLO013,
Siemens ADVIA Centaur 7 CL006a, RH20,
Siemens Immulite 2000 9 CL005, RHO1a, RHO6,
Roche 13 CLO011,
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Z seore = W A BE (D) Bp R (OTarg) 2P g o (Zscore:D/OTarg)

3. Da% = F ¥ etk B2 P B2 L§E> 1~ 2FH A (MAD) e & vt
45+ o D/(Xax MAD) x 100%

4. #&% (Robust) & & %% 7 4245 1SO 13528:2005 % IUPAC/CITAC a‘% 1P e
w52 (Algorithm A) 2+ 5 #718 o ( £+ 77 : 1SO 13528:2005 and IUPAC/CITAC
Guide: Selection and use of proficiency testing scheme for a limited number of participants.

Pure Appl Chem 2010;82:1099-135. )

5. PHE (Xa) 3 S FRWEN R FARNRESIRA ALY i
(median) -

6. B~ LiFim L (Maximum Allowable Deviation ; MAD) = 24% ; P =% %1
(O tag; TargetSD) 5 8% x Xa
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