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<R#B> | <> | R | AR | BT | (miuL) | D | D% || z | SDI | Da% |(mIUL)] D | D% || z | SDI | Da%
RHO01b RHO01 2 1 3 4.0 0.1 2.6| 0.3 - 11 1.5 0.3 25.0 1.5 0.0, 50
RHO07b RH07 3 1 3 4.0 0.1 2.6 0.3 - 11 1.6 0.4 33.3 2.0) 1.4 67
RH14 | RH14 7 1 3 45 0.6 154 1.9 I e 16 04] 333 20 14 7
RH15 RH15 7 1 3 4.0 0.1 2.6 0.3 - 11 1.6 0.4 33.3 2.0“ 1.4 67
CL009 | CLo09 ][ 4 1 3 4.2 03 77 1.0 ] 32 1.6 04 333 2.0 14 67
CL010 || CL010 4 1 3 3.9 0.0) 0.0, 0.0 - 0 1.5 0.3 25.0 1.5“ 0.0, 50
CL012 || CL012 7 1 3 4.0 0.1 2.6| 0.3 - 11 1.6 0.4 33.3 2.0, 1.4 67
CL013 || CL013 7 1 5 3.2 -0.7| -17.9]| -2.3 - -75 1.1 -0.1 -8.3 -0.5| -5.7 -17,
CL014a | CL014 7 1 3 4.0 0.1 2.6 0.3 - 11 1.5 0.3 25.0 1.5 0.0, 50
CL015 || CL015 7 1 3 4.0 0.1 2.6 0.3 - 11 1.5 0.3 25.0 1.5 0.0“ 50
Median of RIA Group 4.0 1.6
Range of RIA Group 3.2-45 1.1-1.6
Robust mean of RIA Group 40(n=10) 1.5(n=10)
Robust SD of RIA Group 0.00 0.07
CV of RIA Group 0.0% 4.7%
Median of European RIA Labs 40(n=101) 1.2(n=103)
Range of European RIA Labs (16% - 84% ) 3.5-4.4 1.0-1.5
IRERERAL | HERBEBE | [l || S || s e S1 e S2
<REE> | <> | RB || AEE | BES | (mro) [ 0 [ 0% |z | SDI [ Da% |[(miuL)] D | D% | z | SDI | Da%
RHO1la RHO1 7 3 9 3.4 -0.5( -12.8] -1.6| -0.9 -54 1.1 -0.1 -8.3  -0.5] 0.0, -17,
RHO02¢ RHO02 7 3 1 4.2 0.3 7.7 1.0 0.9) 32 1.0 -0.2| -16.7| -1.0] -0.9 -33|
RH06 RH06 8 3 9 4.0 0.1 2.6 0.3 0.4 11 1.0 -0.2| -16.7| -1.0] -0.9 -33|
RH07a RH07 1 3 2 3.3 -0.6] -154| -19| -1.1 -65 0.9 -0.3| -25.0| ~-1.5| -1.8 -50|
RHI2 | RH12 3 3 2 4.1 02 s o6 07 22 14 01 83 05 0o 17
RH19 RH19 4 3 2 4.7 0.8 20.5 2.6 2.0, 86 14 0.2 16.7 1.0 2.7“ 33
RH20 | RH20 7 3 7 35 04 103 13 07 43 14 0.1 83 -05 o0 -17
CL005 || CL005 3 3 9 3.7 -0.2 -5.1|  -0.6] -0.2 =22 1.1 -0.1 -8.3|  -0.5 0.0“ -17,
CL006a | CL006 4 3 7 3.6 -0.3 -7 -1.0]  -0.4] -32 1.1 -0.1 -8.3| 0.5 0.0, -17,
CL008 | CL008 7 3 2 4.3 0.4 10.3 1.3 1.1 43 1.2 0.0 0.0 0.0, 0.9, 0
CL011 || CL011 1 3 13 3.7 -0.2 -5 -0.6] -0.2 =22 1.2 0.0 0.0 0.0H 0.9, 0
Median of CLIA Group 3.7 1.1
Range of CLIA Group 33-47 09-14
Robust mean of CLIA Group 3.8(n=11) 1.1(n=11)
Robust SD of CLIA Group 0.45 0.11
CV of CLIA Group 11.8% 10.0%
Median of European CLIA Labs 39(n=1177) 1.2 (n=1183)
Range of European CLIA Labs (16% - 84% ) 3.5-42 1.0-1.3
Median of All Labs 4.0 1.2
Range of All Labs 3.2-47 0.9-1.6
Robust mean of All Labs 39(n=21) 1.3(n=21)
Robust SD of All Labs 0.39 0.28
CV of All Labs 10.0% 21.5%
Median of All European Labs ( Xa) 39 1.2
Range of All European Labs (16% - 84% ) 3.5-4.2 1.0-1.3
Mean of All European Labs 39(n=1391) 1.2 (n=1403)
SD of All European Labs 0.47 0.17
CV of All European Labs 12.2% 14.8%
SD for proficiency assessment ( ) ) 0.31 0.20
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Method Name

Method Code

Laboratory

Radioimmunoassay ( Sandwich-type )

1

RHO01b, RH07b, RH14, RH15, CL009, CL010, CL012,
CL013, CL014a, CLO15,

RH01a, RH02c, RH06, RH07a, RH12, RH19, RH20,

Chemiluminescent Immunoassay ( Sandwich-type ) 3 CL005, CLO006a, CL00S, CLO11,
Reagent Kit Reagent Code Laboratory
Abbott Architect 1 RHO02c,
Beckman Coulter Access 2 RHO07a, RH12, RH19, CL008,
. } RHO01b, RHO7b, RH14, RH15, CL009, CL010, CL012,
Cisbio RIA-gnost 3 CLO014a, CLO15,
Immunotech 5 CL013,
Siemens ADVIA Centaur 7 RH20, CL006a,
Siemens Immulite 2000 RH01a, RH06, CL005,
Roche 13 CLO11,
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Long Term Observation of CHT ( TSH ) EQA Survey for Confirmatory Hosp.
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