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<> | <> | KRB | AEE | BSES | ((miuL) | D | D% ||z | SDI | Da% | (mIUL)| D | D% || z | SDI | Da%
RHO1b | RHO1 2 1 3 22.0 64 410 sa 1o 1 64 15 306 3.8 02 128
RHO7b RHO07 6 1 3 21.8 6.2 39.7“ 5.0 0.8] 165 6.8 1.9 38.8 4.9 1.0 162
RH14 | RH14 6 1 3 18.1 25 160 20 -14 67 6.1 12 245 3] 04 103
RHI5 | RHI5 6 1 3 20.7 sa 327 4a o2 136 63 14 286 3.4 0.0] 120
CL009 CL009 5 1 3 21.5 5.9 37.8 4.7 0.7 157 6.5 1.6 32.7 4.1 0.4 137
CL010 CL010 2 1 3 21.1 5.5 35.3 4.4 0.4 147 6.6 1.7 34.7 4.4 0.6 145
CL012 CL012 5 1 3 19.9 4.3]  27.6] 34 -0.3 115 5.7 0.8 16.3 2.1 -1.2 68
CL013 CL013 5 1 5 16.8 1.2 7.7, 1.0 -2.2 32 4.8 -0.1 -2.0 -0.3 -3.1 -9
CL014a | CL014 5 1 3 19.6 4.0 25.6 3.2 -0.5] 107 6.2 1.3 26.5 3.3 -0.2 111
CL015 CLO015 7 1 3 21.0 5.4 34.6 4.3 0.4 144 6.9 2.0 40.8 5.1 1.2 171
Median of RIA Group 20.9 6.4
Range of RIA Group 16.8 - 22.0 4.8-6.9
Robust mean of RIA Group 204 (n=10) 6.3(n=10)
Robust SD of RIA Group 1.66 0.49
CV of RIA Group 8.1% 7.8%
Median of European RIA Labs 158 (n=106) 5.0(n=106)
Range of European RIA Labs (16% - 84% ) 14.8 - 20.7 4.4-6.5
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<REB> | <> | K% | ZAES | BES | (muL) [ D [ D% | ¢ | SDI [ Da% |(mIUL)] D | D% || z | SDI | Da%
RHOla | RHO1 5 3 9 15.5 0.1 -0 -01 1.3 3 49 00 o0 00 1.0 0
RHO2c | RHO02 5 3 1 12.6 3.0 192 2.4 14 80 40 09 184 23] 13 -77
RHO06 | RHO06 2 3 9 133 23 149 18] -0 -6l 47 02 41 -05 o3 17
RHO07a | RHO7 2 3 2 13.8 1.8 118 14 -03] 48] 42 0.7 143 -1.8] -0.8] -60
RH12 | RHI12 2 3 2 143 B IEE EX I EE T 0.0 0.0 oo 10 0
RH19 | RH19 3 3 2 13.5 24 <135 -1 -0 -s6] 4.6 03] 61 -08 02 26
RH20 | RH20 5 3 7 134 22 141 18] -0 59 45 04 82 -1.0] o0 -34
CL005 CL005 1 3 9 14.8 -0.8 -5.1 -0.6 0.7 -21 4.0 -0.9) -18.4 -2.3 -1.3 -77
CL006a || CLO006 7 3 7 14.1 -1.5 -9.6 -1.2 0.0 -40) 4.4 -0.5) -10.2 -1.3 -0.2 -43
CL008 CL008 7 3 2 13.7 -1.9) -12.2 -1.5 -0.4 -51 4.5 -0.4 -8.2 -1.0 0.0 -34
CL011 || CLo11 0 3 13 15.9 03[ 19 02 17 8 5.0 01 2.0 03] 13| 9
Median of CLIA Group 13.8 4.5
Range of CLIA Group 12.6 - 15.9 4.0-5.0
Robust mean of CLIA Group 141 (n=11) 45(n=11)
Robust SD of CLIA Group 1.07 0.40
CV of CLIA Group 7.6% 8.9%
Median of European CLIA Labs 15.6 (n=1203) 5.0(n=1203)
Range of European CLIA Labs (16% - 84% ) 13.0 - 16.7 42-53
Median of All Labs 15.9 4.9
Range of All Labs 12.6 - 22.0 4.0-6.9
Robust mean of All Labs 17.0(n=21) 53(n=21)
Robust SD of All Labs 3.88 1.13
CV of All Labs 22.8% 21.3%
Median of All European Labs ( Xa) 15.6 4.9
Range of All European Labs (16% - 84% ) 13.1-16.9 4.2-53
Mean of All European Labs 15.4 (n=1430) 4.8(n=1430)
SD of All European Labs 2.06 0.64
CV of All European Labs 13.4% 13.2%
SD for proficiency assessment ( cp) 1.25 0.39
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Method Name

Method Code

Laboratory

Radioimmunoassay ( Sandwich-type )

1

RHO1b, RH07b, RH14, RH15, CL009, CL010, CL012,
CL013, CL014a, CLO15,

RH01a, RH02c, RH06, RH07a, RH12, RH19, RH20,

Chemiluminescent Immunoassay ( Sandwich-type ) 3 CL005, CLO006a, CL00S, CLO11,
Reagent Kit Reagent Code Laboratory
Abbott Architect 1 RHO2c,
Beckman Coulter Access 2 RHO07a, RH12, RH19, CL008,
- } RHO01b, RHO7b, RH14, RH15, CL009, CL010, CL012,
Cisbio RIA-gnost 3 CLO014a, CLO15,
Immunotech 5 CL013,
Siemens ADVIA Centaur 7 RH20, CL006a,
Siemens Immulite 2000 RH01a, RH06, CL005,
Roche 13 CLO11,
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Long Term Observation of CHT ( TSH ) EQA Survey for Confirmatory Hosp.

Survey No : CHT2014-10 TSH (in green [ |A0))
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- Total participants' CV result ploted TSH against concentration
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g i i 03 11 13.8 14.1* 1.07* 7.6%
all - i — i ] All 21 15.9 17.0* 3.88* 22.8%
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