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Method Name Method Code Laboratory

- L. RHO01b, RH07b, RH14, RH15, CL009, CL010, CL012,
Radioimmunoassay ( Competitive-type ) 2 CL013, CL014a, CL015,
Chemiluminescent Immunoassay ( Competitive-type ) 4 RHO1a, RHO2c, RH06, RH07a, RH12, RH19, RH20,

CL005, CL006a, CL008, CLO11,

Reagent Kit Reagent Code Laboratory

Abbott Architect 1 RHO02¢, CL006a,
Beckman Coulter Access 2 RHO07a, RH12, RH19, CL008,

Cisbio RIA-gnost 3 RHO7b, RH14, CL012, CL014a,

Immunotech 5 RHO01b, RH15, CL009, CL010, CL013, CL015,
Siemens ADVIA Centaur 7 RH20,
Siemens Immulite 2000 9 RHO01a, RH06, CL005,
Roche 13 CLo011,
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Long Term Observation of CHT ( T, ) EQA Survey for Confirmatory Hosp.

Survey No : CHT2016-02 T, (in green [ 1A0))
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