wuBasT BN TR SRR i E L X fF#7#% RA08010104CHT

HEAHE Y CHT2017-02 AgHSEr I ¢ 2017-04-10 A O E F 3 - 2017-04-17 Bty : 22

TSH bl s s R

4. F AR EAT 7 score Fr{ffilE 5. FEARRZ BT D% S i fE 6. F A EL SDI

SE{r TSH BBl EREER —ER

BRI LW EH | BEEL | REBR R S1 1R 52

<Ri%> | <(RHE> | KRB | A4EIE | BI4EHE (mIU/L)| D [D% | z | SDI [Da% [(mIUL)[ D [ D% | z | SDI | Da%
Median of RIA Group - -
Range of RIA Group - -
Robust mean of RIA Group -(n=0) -(n=0)
Robust SD of RIA Group - -
CV of RIA Group - -
Median of European RIA Labs 1.5(n=112) 5.0(n=106)
Range of European RIA Labs (16% - 84% ) 1.4-2.0 4.4-6.5
RHO01b,RH07b,RH14,RH15,CL009,C1.010,CL.012,CL014a,CL015. 5 F4iET
BRI RERL b | olf | M | e o st i@ s2

RG> | <> | R | LRSS | BIEEE ((mIUL)| D | D% z SDI | Da% |(mIU/L)| D | D% z SDI | Da%
RHO1a |RHO1 2 3 9 13 -0.2| -13.3| -1.0, -0.6 -33 4.5 -04| -82, -1.0 -0.2 -34
RH02¢ |RHO02 3 3 1 1.2 -0.3| -20.0, -1.5/ -1.2 -50 4.0 -09| -184, 23 -1.1 =77
RHO06 RHO06 7 3 9 1.5 0.0 0.0 0.0 0.6 0 5.1 0.2 4.1 0.5 0.9 17
RHO07a |RH07 2 3 2 1.3 -0.2| -13.3) -1.0, -0.6 -33 4.1 -0.8) -16.3) -2.0 -0.9 -68
RH12 RH12 7 3 2 1.5 0.0 0.0 0.0 0.6 0 44 -0.5| -10.2| -1.3] -04 -43
RH15b |RH15b 4 3 13 1.6 0.1 6.7 0.5 1.2 17 53 0.4 8.2 1.0 1.3 34
RH19 RH19 2 3 2 1.4 -0.1 -6.7|  -0.5 0.0 -17 4.9 0.0 0.0 0.0 0.5 0
RH20 RH20 4 3 7 14 -0.1| -6.7| -0.5 0.0 -17 44 -0.5| -10.2) -1.3) -04 -43
CL005 |CL005 4 3 9 1.6 0.1 6.7 0.5 1.2 17 5.3 0.4 8.2 1.0 1.3 34
CL006a (CL006 2 3 7 14 0.1 -6.7 -0.5 0.0 -17 4.3 -0.6| -12.2| -1.5 -05 -51
CL008 |CL008 7 3 2 1.5 0.0 0.0 0.0 0.6 0 5.1 0.2 4.1 0.5 0.9 17
CL011 |CLoO11 1 3 13 1.6 0.1 6.7 0.5 1.2 17 5.0 0.1 2.0 0.3 0.7 9
CL013b |CL013b 7 3 1 1.1 04| -267| -20 -1.8 -67 4.0 -0.9| -184| -23 -1.1 =71
Median of CLIA Group 1.4 4.5
Range of CLIA Group 1.1-1.6 4.0-53
Robust mean of CLIA Group 14(n=13) 4.6(n=13)
Robust SD of CLIA Group 0.17 0.55
CV of CLIA Group 12.1% 12.0%
Median of European CLIA Labs 1.5(n=1254) 5.0 (n=1203)
Range of European CLIA Labs (16% - 84% ) 1.3-1.6 42-53
Median of All Labs 1.4 4.5
Range of All Labs 1.1-1.6 4.0-53
Robust mean of All Labs 14(n=13) 4.6(n=13)
Robust SD of All Labs 0.17 0.55
CV of All Labs 12.1% 12.0%
Median of All European Labs ( Xa) 1.5 4.9
Uy, 0.006 0.021
Range of All European Labs (16% - 84% ) 1.3-1.6 4.2-53
Mean of All European Labs 1.5(n=1473) 4.8(n=1430)
SD of All European Labs 0.18 0.64
CV of All European Labs 12.0% 13.2%
SD for proficiency assessment (op ) 0.200 0.392
Adjusted SD for proficiency assessment (o ') - -

BREE (Xa) KL ERERENTE AR ST HEERZ P ALE (Median) -

Uxa R EEATRAFREER  ux, = 1.25xSD /02

TP (op) K 8% x Xa > & TSH BEHE K <2.5 mIU/L > H op & 0.2 mIU/L »

FEREERRE (op') = (0p 2+ Uxa )12 F Ux, > 0.3 op BHE o’ HUREFAS 1T -

D EAMERME (X) HEeEE (Xa) ZZfE. [D=X-Xa] -

D% % D {HEERZEE (Xa) ZELME » IESEERR - [D%=(D/Xa)x100% ] -

z score Fyb@BR{EAEEE (D ) BERVERR#ER (op) ZEEEH  [zscore=D/op] -

SDI ZstgBR({E (X) EEHERII9E R EEREREE 7 hE - [ SDI=(X-Mean)/SD] - & SD{HA 0K » SDI R F4ist -
Da% Ay D EEFE R AFFmEH (MAD) ZELE - IEEERR - [Da%=[D/(XaxMAD)|x100% ] -
10. Acceptable : |z | <2; Caution : 2 <|z|<3; Unsatisfactory : |z|>3 -

11. #2B&757% 1 : Radioimmunoassay ( Sandwich-type ) ; 3 : Chemiluminescent Inmunoassay ( Sandwich-type ) °

12. E3594H (Mean ) BEfEAEZ (SD ) SRAIRR(E (Robust ) FEtJ7 AT (iR 1S0 13528 #55( » /] Algorithm A JHEZ%) -
13. A EFFRZE (Maximum Allowable Deviation; MAD ) % 3 x (op / Xa) x 100% < & ux, > 0.36, I > MAD % 3 x (op'/ Xa) x 100% -
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Method Name Method Code Laboratory
Radioimmunoassay ( Sandwich-type ) 1 -
14RHO01a, 14RH02¢, 14RH06, 14RH07a, 14RH12,
Chemiluminescent Inmunoassay ( Sandwich-type ) 3 14RH15b, 14RH19, 14RH20, 14CL005, 14CL006a,
14CL008, 14CL011, 14CL013b, 14
Reagent Kit Reagent Code Laboratory
Abbott Architect 1 RHO02c, CL013b,
Beckman Coulter Access 2 RHO07a, RH12, RH19, CL008,
Cisbio RIA-gnost 3 215311:;,1211%71])5”RH14’ RH15, CL009, CL010, CL012,
Siemens ADVIA Centaur RH20, CL006a,
Siemens Immulite 2000 RHO01a, RH06, CL005,
Roche 13 RH15b, CLO011,

ER A SER, B E (R R R
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e-mail : Cht@pmf twW g = 020600

updated : 2017-04-19

FEA TSH HEHRELEREGR —ER

2/2 Ver 1.0_20161115

[Home ]



TLRRET [ BN TR B SR i d L X fF#HE RA08010104CHT
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TSH FRBRRehs i i E a5

125 Bl TSH fgfmlels 3. KR TSH tlilbelE Sh e
4. F R BT 7 score 43 6. £ AR B SDI 43
BB TSH REFIESEFAEER R (Reagent 3 5E4H )
WERELL | fE2EbE | E® | WET | b | T S1 it 52
<{E5> || <E> R ELEEE | BEIEEE | (mIUL) D D% z SDI || Da% | (mIU/L) D D% z SDI | Da%
RHO1b RHO1 1 1 3 2.0 -0.2 -9.1 -1.0 - -33 6.0 -0.2 -3.2 -0.4 -0.5 -13
RHO7b RHO7 4 1 3 1.9 -0.3 -13.6 -1.5 - -50 6.2 0.0 0.0 0.0 0.5 0
RH14 RH14 3 1 3 1.8 -04| -18.2 -2.0 - -67 6.1 -0.1 -1.6 -0.2 0.0 -7
RH15 RHI15 7 1 3 1.9 -0.3 -13.6 -1.5 - -50 6.2 0.0 0.0 0.0 0.5 0
CL009 CL009 4 1 3 1.8 -0.4| -182 -2.0 - -67 5.9 -0.3 -4.8 -0.6 -1.1 -20
CL010 CL010 3 1 3 1.9 -0.3 -13.6 -1.5 - -50 6.4 0.2 3.2 0.4 1.6 13
CLO012 CL012 7 1 3 1.8 -0.4| -182 -2.0 - -67 5.8 -0.4 -6.5 -0.8 -1.6 -27
CLO14a CLO14 7 1 3 1.9 -0.3 -13.6 -1.5 - -50 6.1 -0.1 -1.6 -0.2 0.0 -7
CLO15 CLO15 4 1 3 1.9 -0.3 -13.6 -1.5 - -50 6.1 -0.1 -1.6 -0.2 0.0 -7
Median of Reagent 3 Group 1.9 6.1
Range of Reagent 3 1.8-2.0 5.8-64
Robust mean of Reagent 3 1.9(n=9) 6.1(n=9)
Robust SD of Reagent 3 0.00 0.19
CV of Reagent 3 0.0% 3.1%
Assigned Value ( Xa ) (Reagent 3 ) 2.2 6.2
Ux, 0 0
SD for proficiency assessment ( Op ) ( Reagent 3 ) 0.200 0.496
Adjusted SD for proficiency assessment ( G') ( Reagent 3 ) - -

SOEME (Xa) Syt BB BOMNM @ A RIERE S B s A4S SR 3 (Median ) 3952812 2 Bl - (550
Uxa FoEE B EAIRHEER - ux,=1.25xSD/n 12

FEERAEZE (op) 5 8% x Xa » & TSH JEEEHIEF <2.5 mIU/L I » H o £ 0.2 mIU/L -

SHEGTEREAEE (0 )= (0p% +Uxa? )2 & Uxa > 0.3 o B » 1 o' HURRTAEIEAE -

D {H FsiglafE (X) SE0EE (Xa) Z#%fE - [D=X-Xa] -

D% £y D {HEAZZE(E (Xa) ZELE » lEStE#RR - [D%=(D/Xa)x 100% ] -

zscore StRSR{E7ERE (D) BIEFEREAERE (o) ZHE{E » [zscore=D/op ] -

SDI EutgEifl (X)) BL[E 5 RS I9ME ~ 22 R B [E RSt AE 7= ~ LhfE - [ SDI=(X-Mean)/SD ] - & SD {5 0 1% » SDI RF4%Et ©
Da% % D B A naFmz=E (MAD) 2t » DlE %R - [ Da%=[D/(Xax MAD)]x 100% ]

Acceptable : |z |<2; Caution : 2 <|z|<3; Unsatisfactory : |z |>3 °

. @5 772 1 : Radioimmunoassay ( Sandwich-type ) ; 3 : Chemiluminescent Immunoassay ( Sandwich-type ) -

12. 37 (Mean ) BERFTERE S (SD ) R FITE(E (Robust ) &t J7iARE ({{chE 1SO 13528 455 - (£ Algorithm A JHELE ) -

13. e K Se#FfRzE (Maximum Allowable Deviation; MAD ) 5 3 x (o, / Xa ) x 100% © ¥ Uxa > 0.3 o » MAD £ 3 x (op'/ Xa ) x 100% e
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Method Name Method Code Laboratory
.. . RHO1b, RHO7b, RH14, RH15, CL009, CL010, CL012, CLO14a,
Radioimmunoassay ( Sandwich-type ) 1
CLO15,
Chemiluminescent Immunoassay ( Sandwich-type ) 3 RHO1la, RHO2¢c, RH06, RHO7a, RH12, RH15b, RH19, RH20,
u Y Y wieh-typ CL005, CL00Ga, CLOOS, CLO11, CLO13b,
Reagent Kit Reagent Code Laboratory
Abbott Architect 1 RHO02c, CLO13b,
Beckman Coulter Access 2 RHO07a, RH12, RH19, CL00S,
Cisbio RIA-gnost 3 RHO1b, RHO7b, RH14, RH15, CL009, CL010, CL012, CLO14a,
CLO015,
Siemens ADVIA Centaur RH20, CL006a,
Siemens Immulite 2000 9 RHO1a, RH06, CL005,
Roche 13 RHI15b, CLO11,
Home
e S B A B o S R
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Long Term Observation of CHT ( TSH ) EQA Survey for Confirmatory Hosp.
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Method 1-3 Youden Plot
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